In silico RNA secondary structure prediction is shown for the microRNA cluster region of the BCBL-1 cell line, used to represent the reference sequence, and the more variant VG-1 that encodes many of the SNPs identified in clinical samples (indicated in red). Examples of structure variations within the pri-and pre-microRNA regions are illustrated for K12-5 and K12-9. The individual pre-microRNAs are labeled, and marked with blue bracket lines, the SNP are indicated in red. BCBL-1 GenBank accession number AY973824.1.
